. Single genes identified in the bioinformatical comparison of responders versus non-responders to CDC25 inhibitors. A total of 81 annotated genes were identified, and only 46 of them have a known function. A major subset of 18 genes encode proteins that are directly involved in cell cycle regulation (1 gene), the function of microtubuli/cytoskeleton (9 genes) and intracellular organelle formation/trafficking (4); 4 additional genes are involved in protein ubiquitination that is important for regulation of cell cycle progression/CDC25 modulation. These genes may thus represent a functional entity that is important for cell cycle progression/mitosis. The remaining genes are transcriptional regulators together with a DNA ligase (6 molecules), surface membrane molecules or surface membrane receptors (7 molecules), and molecules involved in intercellular communication (2 genes) or intracellular signaling (3 molecules). Thus, none of the molecules involved in regulation of the early steps of the cell cycle showed differential expression, but several genes important for mitosis/cell division differed between the two groups. 
DOWNREGULATED IN RESPONDERS TO CDC25 INHIBITORS

FJX1
FEZ1
Fasciculation and elongation protein zeta 1 CLASP2 and NEK1 proteins are present in a centrosomal complex and participate in cell cycle and cell division mechanisms, and they colocalize with FEZ1 in a perinuclear region and interact with endogenous gamma-tubulin [10] .
BOLA2
BolA family member 2 The protein belongs to the family of BolA-like proteins probably involved in cell proliferation or cell-cycle regulation. LOC100130703 LOC643302 GPR173
G protein-coupled receptor 173
This gene encodes a member of the G-protein coupled receptor 1 family.
MAP2K3
Mitogen-activated protein kinase 3
The protein belongs to the MAP kinase family. It phosphorylates and thus activates MAPK14/p38-MAPK.
MDFI MyoD family inhibitor
This protein is a transcription factor. THAP8 THAP domain containing 8 Unknown DMD Dystrophin Dystrophin is a large cytoskeletal protein, it is part of the dystrophin-glycoprotein complex (DGC) that bridges the inner cytoskeleton (Factin) and the extra-cellular matrix, it seems to interact with microtubules and have a role in cell division/cell cycle regulation, and it is expressed in hematopoietic cells [11, 12] .
HSPC157
Long intergenic nonprotein coding RNA 33
Unknown CCKAR Cholecystokinin A receptor This gene encodes a G-protein coupled receptor.
CAB39L
Calcium binding protein 39-like CABL39L can activate the LKB1 tumour suppressor [13] .
DMRTA1 Doublesex and mab-3 related transcription factor like family A1
The protein is a Pax6 activated transcription factor [14] .
TRIM34 tripartite motif containing 34
The protein is a member of the tripartite motif (TRIM) family, the TRIM motif including three zinc-binding domains, a RING, B-box type 1 and B-box type 2 domain, and a coiled-coil region. Unknown functions. AKAP2
A kinase (PRKA) anchor protein 2
The encoded protein binds to the regulatory subunit of protein kinase A and is found associated with the actin cytoskeleton.
TMEM52B (C12orf59)
Transmembrane protein 52B The protein is possibly involved in protein ubiquitination [15] . 
LOC650577
